














Fig.	1C,	D	of	 the	main	 text.	Transcript	 levels	of	parvalbumin	 (Pvalb	mRNA;	product	













Representative	 images	 of	 undifferentiated	 (A)	 and	 differentiated	 (B)	 CG4	 cells	













































B).	 CG4	 cells	were	 transfected	with	mitochondria-targeted	 red	 fluorescent	 protein	










Unprocessed	 images	 of	 agarose	 gels	 with	 PCR	 samples	 from	 undifferentiated	 and	
differentiated	CG4	cells,	as	well	as	rat	forebrain	(serving	as	positive	control)	taken	by	
the	FluorChem	E	System.	Transcript	 levels	of	BDNF	 (Bdnf),	NGF	 (Ngf),	 TrkB	 (Ntrk2)	
(marked	below	bands)	were	determined	by	semi-quantitative	PCR,	where	Cypa	was	












Fig.	 8G,	 H	 of	 the	 main	 text.	 Transcript	 levels	 in	 normoxic	 as	 well	 as	 hypoxic	
conditions	were	determined	by	semi-quantitative	PCR	after	30	cycles.	Cypa	encoding	
cyclophylin	 A	 was	 used	 as	 reference	 gene.	 PV	 protein	 expression	 levels	 were	
determined	by	Western	blot	analyses.	Unprocessed	images,	taken	by	the	FluorChem	
E	System,	show	the	whole	membrane	containing	samples	from	undifferentiated	(C)	
and	differentiated	 (D)	 CG4	 cells.	GAPDH	signals	were	used	as	 loading	 control.	 This	
image	corresponds	to	Fig.	8	I,	J	of	the	main	text.	
